. A) Binding of Sgc-3b to Jurkat E6-1 cells after cross-linking (Control) and elution of aptamer-target complex using 1% Triton X-100. B) Binding of Sgc-4e to Jurkat E6-1 cells following cross-linking and elution of aptamer-target complex using 1% Triton X-100 or 2% Triton X-100 and 0.4% SDS.
Fig. S3.
Fluorescence images of streptavidin-coated beads (GE company) pulling down the aptamer-target complex from Jurkat E6-1 cells: A) Blank; B) aptamer Sgc-3b; C) aptamer Sgc-4e. Fig. S4 . A) Sliver-stained SDS-PAGE (10%) of proteins that were pulled down using streptavidin-coated beads (SA) or biotin-saturated streptavidin-coated beads (SA-biotin). B) Sliver-stained SDS-PAGE (10%) of proteins that were pulled down using streptavidin beads coated with Sgc-3b or Sgc-4e. 2+ ions of the heavy-and light-lysine-bearing peptide, respectively. Fig. S8 . Representative ESI-MS and MS/MS of a tryptic peptide from talin-1 (the target protein for aptamer Sgc-4e). R* designates the heavy arginine. Shown in (A) and (B) are the ESI-MS for the light (m/z 508.6 for the monoisotopic peak of the [M+2H] 3+ ion) and heavy (m/z 510.6 for the monoisotopic peak of the [M+2H] 3+ ion) arginine-containing peptide observed in forward and reverse SILAC experiments. Displayed in (C) and (D) are the MS/MS for the [M+2H] 3+ ions of the heavy-and light-arginine-bearing peptide.
